Ecel-V5 MKFSKIACATVFALSSQAAI IHHAPEFNMKRDVAPAAPAAPADQAPTVPAPQEFNTAITK

Ecel MKFSKIACATVFALSSQAAI IHHAPEFNMKRDVAPAAPAAPADQAPTVPAPQEFNTAITK
T

Ecel-V5 RSIIGIIMGILGNIPQVIQIIMSIVKAFKGGKPIPNPLLGLDSTNKREDIDSVVAGIIAD
Ecel RSTIGIIMGILGNIPQVIQI IHSTVRAFKG-=~~====~=====NKRED IDSVVAGIIAD
22 2SS RS2SRSS RS SRS RS S S AREERARERENRRERE RN
Ecel-V5 MPFVVRAVDTAMTSVASTKRDGANDDVANAVVRLPEIVARVATGVQQSIENAKRDGVPDV
Ecel MPFVVRAVDTAMTSVASTKRDGANDDVANAVVRLPEIVARVATGVQQSIENAKRDGVPDV
(22 RS SRS SRS SRS R RS R SRS RS RS RS RS R RS REE R RS R RS EEEE S
Ecel-V5 GLNLVANAPRLISNVFDGVSETVQQAKRDGLED FLDELLORLPQLITRSAESALKDSQPV
Ecel GLNLVANAPRLISNVFDGVSETVQQAKRDGLEDFLDELLQRLPQLITRSAESALKDSQPV
(22 R 2SS RS2SRSS SRR SR SRR RS SRR RS R RS RS E RSt R RS RE s RS
Ecel-V5 KRDAGSVALSNLIKKSIETVGIENAAQIVSERDISSLIEEYFGKA
Ecel KRDAGSVALSNLIKKSIETVGIENAAQIVSERDISSLIEEYFGKA

% % % % %k % % % ok % gk % 3k % ok 3 gk g ok e gk ok gk gk ok gk ok ok gk ok ok ok ok ok ok ok ok ok ok ok ke ok ok

Transmembrane Domain

V5

2 Basic amino acid
Q Acidic amino acid

~
=5

{0 candidalysin

S6 Fig. Protein sequence of Candidalysin-V5. (A) Sequence alignment of wild-type Ecel and
Ecel-V5. Candidalysin is highlighted in green, Kex1/2 cutting sites are highlighted in yellow, and
the V5 sequence is indicated by red font. (B) Scheme of Candidalysin-V5. Basic and acidic amino
acid are indicated.



